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Disease: Actinomycosis. 

ICD-10 Code: A42.  

Transmission category: Endogenous.  

Agent: Bacterium. 

Taxonomy: Eubacteria, Actinobacteria, Actinobacteria, 

Actinomycetales, Actinomycetaceae, 

Actinomyces spp. (typically A. israelii) [1, 2]. 

 

Natural history: 

Mode of transmission: Trauma or oral contact; endogenous [1]. 

Reservoir*: Humans [1]. 

Incubation period: Variable [1]. 

 

Significant epidemiological characteristics: 

Vaccine: None. 

Estimated R0 value(s) from published literature: 

 Human: Not found. 

 Reservoir: There is no animal reservoir for this disease. 

 

Map(s) from published literature: 

Total available literature: 

PubMed hits on 04/11/11: 4,874. 

GenBank hits on 22/02/12: N/A. 

HealthMap feeds 2006-2011: N/A. 

ProMED feeds 1994-2011: N/A. 

BioCaster feeds 2006-2011: N/A. 

Approximate number of endemic countries: Worldwide [1]. 

Previously published maps: Not found. 

 

Mapping recommendation: Option 1; do not map. Actinomycosis is endemic worldwide. 

 

Future mapping potential: None. However, human population density maps may be useful to help 

identify high infection potential areas and to give a more realistic depiction of ñglobalò distribution 

shown on thumbnail maps. 
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Disease: Adenovirus infection.  

ICD-10 Code: B34.0.  

Transmission category: Respiratory. 

Agent: Virus-DNA. 

Taxonomy: Adenoviridae, Group I, 

Various mastadenoviruses [1, 2]. 

 

Natural history: 

Mode of transmission: Inhalation of infectious droplets; contact with contaminated water [1]. 

Reservoir*: Humans and non human primates [1]. 

Incubation period: 8 days (range 4-12 days) [1]. 

 

Significant epidemiological characteristics: 

Vaccine: Adenovirus (types 4 and 7; military use only) [1]. 

Estimated R0 value(s) from published literature: 

 Human: Not found. 

 Reservoir: Not found. 

 

Map(s) from published literature: 

Total available literature: 

PubMed hits on 04/11/11: 1,358. 

GenBank hits on 22/02/12: N/A. 

HealthMap feeds 2006-2011: 111. 

ProMED feeds 1994-2011: 31. 

BioCaster feeds 2006-2011: 106. 

Approximate number of endemic countries: Worldwide [1]. 

Previously published maps: Not found. 

 

Mapping recommendation: Option 1; do not map. Adenovirus infections are endemic worldwide and 

potentially vaccine preventable. 

 

Future mapping potential: None. However, human population density maps may be useful to help 

identify high infection potential areas and to give a more realistic depiction of ñglobalò distribution 

shown on thumbnail maps. 
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Disease: Adenoviral haemmorrhagic conjunctivitis.  

ICD-10 Code: B30.1. 

Transmission category: Respiratory/close contact. 

Agent: Virus-DNA. 

Taxonomy: Adenoviridae, Group I, 

Adenovirus, Types 3, 4, and 7 [1, 2]. 

 

Natural history: 

Mode of transmission: Swimming in contaminated pools; direct contact [1]. 

Reservoir*: Humans [1]. 

Incubation period: 8 days (range 4-12 days) [1]. 

 

Significant epidemiological characteristics: 

Vaccine: Adenovirus (types 4 and 7; military use only) [1]. 

Estimated R0 value(s) from published literature: 

 Human: 2.64 [3]. 

 Reservoir: There is no animal reservoir for this disease. 

 

Map(s) from published literature: 

Total available literature: 

PubMed hits on 04/11/11: 220 for "Haemorrhagic Conjunctivitis". 

GenBank hits on 22/02/12: N/A. 

HealthMap feeds 2006-2011: N/A. 

ProMED feeds 1994-2011: N/A. 

BioCaster feeds 2006-2011: N/A. 

Approximate number of endemic countries: Worldwide [1]. 

Previously published maps: Not found. 

 

Mapping recommendation: Option 1; do not map. Adenoviral haemmorrhagic conjuctivitis is 

endemic worldwide and potentially vaccine preventable. 

 

Future mapping potential: None. However, human population density maps may be useful to help 

identify high infection potential areas and to give a more realistic depiction of ñglobalò distribution 

shown on thumbnail maps. 
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Disease: Acute febrile respiratory disease 

(Adenoviral).  

ICD-10 Code: B34.0. 

Transmission category: Respiratory/close contact. 

Agent: Virus-DNA. 

Taxonomy: Adenoviridae, Group I, 

Adenovirus, Types 1-5, 7, 14, and 21 [1, 2]. 

 

Natural history: 

Mode of transmission: Faecal-oral route; direct contact or contact with fomites [1]. 

Reservoir*: Humans [1]. 

Incubation period: 5.5 days (range 1-10 days) [1]. 

 

Significant epidemiological characteristics: 

Vaccine: Adenovirus (types 4 and 7; military use only) [1]. 

Estimated R0 value(s) from published literature: 

 Human: Not found. 

 Reservoir: There is no animal reservoir for this disease. 

 

Map(s) from published literature: 

Total available literature: 

PubMed hits on 04/11/11: 13. 

GenBank hits on 22/02/12: N/A. 

HealthMap feeds 2006-2011: N/A.  

ProMED feeds 1994-2011: N/A. 

BioCaster feeds 2006-2011: N/A. 

Approximate number of endemic countries: Worldwide [1]. 

Previously published maps: Not found. 

 

Mapping recommendation: Option 1; do not map. Acute febrile respiratory disease (Adenoviral) is 

endemic worldwide and potentially vaccine preventable. 

 

Future mapping potential: None. However, human population density maps may be useful to help 

identify high infection potential areas and to give a more realistic depiction of ñglobalò distribution 

shown on thumbnail maps. 
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Disease: Aeromonas and marine Vibrio infections.  

ICD-10 Code: A05, A05.9, A05.B98.1. 

Transmission category: Food/water-borne. 

Agent: Bacterium. 

Taxonomy: Eubacteria, Proteobacteria, Gamma 

Proteobacteria, 

Aeromonadales, Aeromonadaceae, 

Aeromonas hydrophila. 

Vibrionales, Vibrionaceae, 

Vibrio vulnificus [1, 2]. 

 

Natural history: 

Mode of transmission: Trauma; consumption of infected shellfish [1]. 

Reservoir*: Fish and shellfish [1]. 

Incubation period: 4.5 days (range 2-7 days) [1]. 

 

Significant epidemiological characteristics: 

Vaccine: None.  

Estimated R0 value(s) from published literature: 

 Human: Not found.  

 Reservoir: Not found. 

 

Map(s) from published literature: 

Total available literature: 

PubMed hits on 04/11/11: 5,439 for ñAeromonas,ò 168 for ñMarine Vibrio,ò 2,288 for 

ñAeromonas hydrophilaò and 1,218 for ñVibrio vulnificus.ò 

GenBank hits on 22/02/12: 5,382. 

HealthMap feeds 2006-2011: 9 for ñVibrio vulnificusò. 

ProMED feeds 1994-2011: 40 for ñVibrio vulnificusò. 

BioCaster feeds 2006-2011: N/A. 

Approximate number of endemic countries: >204 [1]. 

Previously published maps: Not found. 

 

Mapping recommendation: Option 4; niche mapping of risk using modelling techniques such as 

Boosted Regression Trees (BRT). 

There were approximately 26 occurrence points per country based on 5,439 results for ñAeromonasò 

in PubMed and 204 endemic countries listed in the GIDEON database. With more than 25 hits per 

country, it is possible to apply modelling techniques such as BRT to map areas of potential risk. 
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Future mapping potential: Refine current maps using BRT modelling techniques and systematic 

searches of new occurrence data. Digitized expert opinion of known absence areas would also be 

useful to constrain the prediction extent for the BRT.  
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Disease: African tick bite fever.  

ICD-10 Code: A77.8. 

Transmission category: Vector-borne. 

Agent: Bacterium. 

Taxonomy: Eubacteria, Proteobacteria, Alpha 

Proteobacteria, Rickettsiales, Rickettsiacae, 

Rickettsia africae [1, 2]. 

 

Natural history: 

Mode of transmission: Tick vector (Amblyomma hebreum; Rhiphicephalus spp. and Haemaphysalis 

spp. also implicated) [1]. 

Reservoir*: Dogs, rodents, sheep, goats, cattle and ticks [1]. 

Incubation period: 6.5 days (range 3-18 days) [1]. 

 

Significant epidemiological characteristics: 

Vaccine: None. 

Estimated R0 value(s) from published literature: 

 Human: Not found. 

 Reservoir: Not found. 

 

Map(s) from published literature: 

Total available literature: 

PubMed hits on 04/11/11: 78 for ñRickettsia africaeò and 93 for ñAfrican tick bite feverò. 

GenBank hits on 22/02/12: 79. 

HealthMap feeds 2006-2011: N/A. 

ProMED feeds 1994-2011: N/A. 

BioCaster feeds 2006-2011: N/A. 

Approximate number of endemic countries: >26 [1]. 

Previously published maps: 

D/V/H Geographic scope Data quality score Mapping option used Metascore Reference 

Vector 24 4.5 2 8 [4] 

Vector 100 3.5 2 26 [5] 

 

Mapping recommendation: Option 3; map maximum potential range based on vector and reservoir 

species. 

There were approximately 4 occurrence points per country based on 93 results for ñAfrican tick bite 

feverò in PubMed and 26 endemic countries listed in the GIDEON database. With fewer than 25 hits 

per country it is possible to map the maximum potential range of this disease through use of vector 

distribution data. 
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Future mapping potential: Generate known distribution map using systematic searches of 

occurrence data for the disease and its tick vectors. If occurrence data for these tick species are not 

available digitized versions of expert opinions of their ranges could usefully inform future mapping. 
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Disease: Alkhurma haemorrhagic fever.  

ICD-10 Code: A98.8. 

Transmission category: Soil contact. 

Agent: Virus-RNA. 

Taxonomy: Flaviviridae, Group IV, Flavivirus, 

Flavivirus, Alkhurma haemorrhagic fever virus (AHFV) 

[1, 2]. 

 

Natural history: 

Mode of transmission: Tick vector (Ornithodoros savignyi); consumption of infected meat or camel 

milk [1]. 

Reservoir*: Cattle, buffaloes and ticks [1]. 

Incubation period: 7.5 days (range 3-12 days) [1]. 

 

Significant epidemiological characteristics: 

Vaccine: None. 

Estimated R0 value(s) from published literature: 

 Human: <1; primarily a zoonotic disease [6]. 

 Reservoir: 0-23 (crows) [7]. 

 

Map(s) from published literature: 

Total available literature: 

PubMed hits on 04/11/11: 10. 

GenBank hits on 22/02/12: 49. 

HealthMap feeds 2006-2011: N/A. 

ProMED feeds 1994-2011: N/A. 

BioCaster feeds 2006-2011: N/A. 

Approximate number of endemic countries: >1 [1]. 

Previously published maps: 

D/V/H Geographic scope Data quality score Mapping option used Metascore Reference 

Disease 25 5.5 2 15 [8] 

 

Mapping recommendation: Option 2; map observed occurrence. 

There were approximately 10 occurrence points per country based on 8 results for Alkhurma 

haemorrhagic fever in PubMed and 1 endemic country listed in the GIDEON database. With fewer 

than 25 hits per country, it is only possible to map recorded events of the disease. 

 

Future mapping potential: Refine current global thumbnail map using systematic assembly of 

published occurrence data. 
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Disease: Amoeba - free living.  

ICD-10 Code: B60.1, B60.8, B60.2. 

Transmission category: Water contact 

Agent: Parasite. 

Taxonomy: Protista, Amoebozoa, Centramoebida, 

Centramoebida, Acanthamoebidae, 

Acanthamoeba, several (A. culbertsoni, A. polyphaga, 

A. castellanii, A. astronyxis) [1, 2]. 

Balamuthia mandrillaris [1, 2]. 

Protista, Percolozoa, Heterolobosea, Schizopyrenida,  

Vahkampfidae,  

Naegleria fowleri [1, 2]. 

 

Natural history: 

Mode of transmission: Contact with contaminated water; possibly direct contact [1]. 

Reservoir*: None [1]. 

Incubation period: 5.5 days (range 2-14 days), 5 days (range 3-7 days) [1]. 

 

Significant epidemiological characteristics: 

Vaccine: None.  

Estimated R0 value(s) from published literature: 

 Human: Not found.  

 Reservoir: There is no animal reservoir for this disease. 

 

Map(s) from published literature: 

Total available literature: 

PubMed hits on 04/11/11: 3,169 for ñAcanthamoeba,ò 129 for ñBalamuthia mandrillarisò and 

484 for ñNaegleria fowleri.ò 

GenBank hits on 22/02/12: N/A. 

HealthMap feeds 2006-2011: 2 for ñFree Living Amoebaò and 152 for ñAmebiasisò. 

ProMED feeds 1994-2011: 1 for ñFree Living Amoebaò and 46 for ñAmebiasisò. 

BioCaster feeds 2006-2011: 7. 

Approximate number of endemic countries: Worldwide [1]. 

Previously published maps: Not found. 

 

Mapping recommendation: Option 1; do not map. Free living amoeba are endemic worldwide. 

 

Future mapping potential: None. However, human population density maps may be useful to help 

identify high infection potential areas and to give a more realistic depiction of ñglobalò distribution 

shown on thumbnail maps. 
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Disease: Amoebic abscess.  

ICD-10 Code: A06.4 to A06.6. 

Transmission category: Direct contact. 

Agent: Parasite. 

Taxonomy: Protista, Protozoa, Sarcomastigophora, 

Lobosea, Amoebida, Endamoebidae, 

Entamoeba histolytica [1, 2]. 

 

Natural history: 

Mode of transmission: Contact with contaminated water; faecal-oral route; consumption of 

contaminated food; sexual contact; flies [1]. 

Reservoir*: Humans [1]. 

Incubation period: 97 days (range 14-180 days) [1]. 

 

Significant epidemiological characteristics: 

Vaccine: None. 

Estimated R0 value(s) from published literature: 

 Human: Not found.  

 Reservoir: There is no animal reservoir for this disease. 

 

Map(s) from published literature: 

Total available literature: 

PubMed hits on 04/11/11: 131. 

GenBank hits on 22/02/12: N/A. 

HealthMap feeds 2006-2011: N/A. 

ProMED feeds 1994-2011: N/A. 

BioCaster feeds 2006-2011: N/A. 

Approximate number of endemic countries: Worldwide [1]. 

Previously published maps: Not found. 

 

Mapping recommendation: Option 1; do not map. Amoebic abscesses are endemic worldwide. 

 

Future mapping potential: None. However, human population density maps may be useful to help 

identify high infection potential areas and to give a more realistic depiction of ñglobalò distribution 

shown on thumbnail maps. 
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Disease: Amoebic colitis.  

ICD-10 Code: A06.2.  

Transmission category: Direct contact.  

Agent: Parasite. 

Taxonomy: Protista, Protozoa, Sarcomastigophora, 

Lobosea, Amoebida, Endamoebidae, 

Entamoeba histolytica [1, 2]. 

 

Natural history: 

Mode of transmission: Contact with contaminated water; faecal-oral route; consumption of 

contaminated food; sexual contact; flies [1]. 

Reservoir*: Humans [1]. 

Incubation period: 14 days (range 3-90 days) [1]. 

 

Significant epidemiological characteristics: 

Vaccine: None. 

Estimated R0 value(s) from published literature: 

 Human: Not found.  

 Reservoir: There is no animal reservoir for this disease. 

 

Map(s) from published literature: 

Total available literature: 

PubMed hits on 04/11/11: 151. 

GenBank hits on 22/02/12: N/A. 

HealthMap feeds 2006-2011: N/A.  

ProMED feeds 1994-2011: N/A. 

BioCaster feeds 2006-2011: N/A. 

Approximate number of endemic countries: Worldwide [1]. 

Previously published maps: Not found. 

 

Mapping recommendation: Option 1; do not map. Amoebic colitis is endemic worldwide. 

 

Future mapping potential: None. However, human population density maps may be useful to help 

identify high infection potential areas and to give a more realistic depiction of ñglobalò distribution 

shown on thumbnail maps. 
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Disease: Anaplasmosis. 

ICD-10 Code: A79.8.  

Transmission category: Vector-borne. 

Agent: Bacterium. 

Taxonomy: Eubacteria, Proteobacteria, Alpha 

Proteobacteria, Rickettsiales, Ehrlichiaceae, 

Anaplasma phagocytophilum [1, 2]. 

 

Natural history: 

Mode of transmission: Tick vector (Various ixodids including Ixodes dammini/scapularis, I. pacifcus 

and I. ricinus) [1]. 

Reservoir*: Rodents, rabbits, ticks and deer [1]. 

Incubation period: 14 days (range 7-21 days) [1]. 

 

Significant epidemiological characteristics: 

Vaccine: None 

Estimated R0 value(s) from published literature: 

 Human: <1; primarily a zoonotic disease [9]. 

 Reservoir: 0-3.9 (multiple species) [9, 10]. 

 

Map(s) from published literature: 

Total available literature: 

PubMed hits on 04/11/11: 1,426. 

GenBank hits on 22/02/12: 2,735. 

HealthMap feeds 2006-2011: N/A. 

ProMED feeds 1994-2011: N/A. 

BioCaster feeds 2006-2011: 201. 

Approximate number of endemic countries: >38 [1]. 

Previously published maps: 

D/V/H Geographic scope Data quality score Mapping option used Metascore Reference 

Vector 12 8.5 3 9 [11] 

Vector 18 4.5 2 5 [4] 

Vector 1 8 3 1 [12] 

Vector 12 7.5 3 8 [13] 

Vector 14 4.5 2 3 [4] 

Vector 36 4.5 2 9 [4] 

 

Mapping recommendation: Option 4; niche mapping of risk using modelling techniques such as 

Boosted Regression Trees (BRT). 
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There were approximately 38 occurrence points per country based on 1,426 results for 

ñAnaplasmosisò in PubMed and 38 endemic countries listed in the GIDEON database. With more than 

25 hits per country, it is possible to apply modelling techniques such as BRT to map areas of potential 

risk. 

 

Future mapping potential: Refine current maps using BRT modelling techniques and systematic 

searches of new occurrence data. Digitized expert opinion of known absence areas would also be 

useful to constrain the prediction extent for the BRT. 
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Disease: Angiostrongyliasis. 

ICD-10 Code: B83.2.  

Transmission category: Food/water-borne. 

Agent: Parasite. 

Taxonomy: Animalia, Nematoda, Secernentea, 

Strongylida, Metastrongylidae, 

Angiostrongylus [Parastrongylus] cantonensis [1, 2]. 

 

Natural history: 

Mode of transmission: Ingestion of infected food [1]. 

Reservoir*: Rats, prawns and frogs [1]. 

Incubation period: 14 days (range 5-35 days)  [1]. 

 

Significant epidemiological characteristics: 

Vaccine: None. 

Estimated R0 value(s) from published literature: 

 Human: <1; primarily a zoonotic disease [14]. 

 Reservoir: Not found. 

 

Map(s) from published literature: 

Total available literature: 

PubMed hits on 04/11/11: 260. 

GenBank hits on 22/02/12: 17. 

HealthMap feeds 2006-2011:  N/A. 

ProMED feeds 1994-2011:  N/A. 

BioCaster feeds 2006-2011: N/A. 

Approximate number of endemic countries: >47 [1]. 

Previously published maps:  

D/V/H Geographic scope Data quality score Mapping option used Metascore Reference 

Disease 34 8.5 2 32 [15] 

Disease 97 5 2 54 [14] 

 

Mapping recommendation: Option 2; map observed occurrence. 

There were approximately 6 occurrence points per country based on 24 results for 

ñAngiostrongyliasisò in PubMed and 47 endemic countries listed in the GIDEON database. With fewer 

than 25 hits per country, it is only possible to map recorded events of the disease. 

 

Future mapping potential: Refine current global thumbnail map using systematic assembly of 

published occurrence data. 
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Disease: Angiostrongyliasis - abdominal. 

ICD-10 Code: B81.3.  

Transmission category: Food/water-borne. 

Agent: Parasite. 

Taxonomy: Animalia, Nematoda, Secernentea, 

Strongylida, Metastrongylidae, 

Parastrongylus [Angiostrongylus, Morerastrongylus] 

costaricensis [1, 2]. 

 

Natural history: 

Mode of transmission: Ingestion of infected food; contact with infectious secretions [1]. 

Reservoir*: Cotton rats (Sigmodon) and slugs [1]. 

Incubation period: 12 days (range 10-14 days) [1]. 

 

Significant epidemiological characteristics: 

Vaccine: None. 

Estimated R0 value(s) from published literature: 

 Human: <1; primarily a zoonotic disease [14]. 

 Reservoir: Not found. 

 

Map(s) from published literature: 

Total available literature: 

PubMed hits on 04/11/11: 52 for ñAngiostrongyliasis and abdominalò. 

GenBank hits on 22/02/12: 17. 

HealthMap feeds 2006-2011: N/A. 

ProMED feeds 1994-2011:  N/A. 

BioCaster feeds 2006-2011: N/A. 

Approximate number of endemic countries: >24 [1]. 

Previously published maps: Not found. 

 

Mapping recommendation: Option 2; map observed occurrence. 

There were 2 occurrence points per country based on 24 results for ñAngiostrongyliasis and 

abdominalò in PubMed and 24 endemic countries listed in the GIDEON database. With fewer than 25 

hits per country, it is only possible to map recorded events of the disease. 

 

Future mapping potential: Refine current global thumbnail map using systematic assembly of 

published occurrence data. 
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Disease: Animal bite-associated infection.  

ICD-10 Code: A28.9. 

Transmission category: Animal contact. 

Agent: Bacterium. 

Taxonomy: Eubacteria, Proteobacteria, Gamma 

Proteobacteria, Pasteurellales, Pasteurellaceae, 

Many (e.g. Pasteurella multocida) [1, 2]. 

 

Natural history: 

Mode of transmission: Usually dog or cat bites [1]. 

Reservoir*: Cats, dogs, marsupials (Tazmanian devil), other mammals and birds (rarely) [1]. 

Incubation period: 2 days (range 0.125-3 days) [1]. 

 

Significant epidemiological characteristics: 

Vaccine: None [1]. 

Estimated R0 value(s) from published literature: 

 Human: <1; primarily a zoonotic disease [16, 17]. 

 Reservoir: Not found. 

 

Map(s) from published literature: 

Total available literature: 

PubMed hits on 04/11/11: 4 for ñAnimal bite infectionsò. 

GenBank hits on 22/02/12: N/A. 

HealthMap feeds 2006-2011: 28 for ñPasteurellosisò. 

ProMED feeds 1994-2011: 16 for ñPasteurellosisò. 

BioCaster feeds 2006-2011: 36 for ñPasteurellosisò. 

Approximate number of endemic countries: Worldwide [1]. 

Previously published maps: Not found. 

 

Mapping recommendation: Option 1; do not map. Animal bite-associated infections are endemic 

worldwide. 

 

Future mapping potential: None. However, human population density maps may be useful to help 

identify high infection potential areas and to give a more realistic depiction of ñglobalò distribution 

shown on thumbnail maps. 
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Disease: Anisakiasis.  

ICD-10 Code: B81.0. 

Transmission category: Food/water-borne. 

Agent: Parasite. 

Taxonomy: Animalia, Nematoda, Secernentea, 

Ascaridida, Anisakidae, 

Anisakis simplex [1, 2]. 

Pseudoterranova decipiens [1, 2]. 

 

Natural history: 

Mode of transmission: Consumption of undercooked infected fish [1]. 

Reservoir*: Sea mammals and fish [1]. 

Incubation period: 7 days (range 0.25-14 days) [1]. 

 

Significant epidemiological characteristics: 

Vaccine: None. 

Estimated R0 value(s) from published literature: 

 Human: <1; primarily a zoonotic disease [18]. 

 Reservoir: Not found. 

 

Map(s) from published literature: 

Total available literature: 

PubMed hits on 04/11/11: 610 for ñAnisakiasisò and 437 for ñAnisakis simplexò. 

GenBank hits on 22/02/12: N/A. 

HealthMap feeds 2006-2011: 1. 

ProMED feeds 1994-2011: 0. 

BioCaster feeds 2006-2011: N/A. 

Approximate number of endemic countries: Worldwide [1]. 

Previously published maps: 

D/V/H Geographic scope Data quality score Mapping option used Metascore Reference 

Disease 2 8 2 N/A [19] 

 

Mapping recommendation: Option 1; do not map. Anisakiasis is endemic worldwide. 

 

Future mapping potential: None. However, human population density maps may be useful to help 

identify high infection potential areas and to give a more realistic depiction of ñglobalò distribution 

shown on thumbnail maps. 
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Disease: Anthrax.  

ICD-10 Code: A22. 

Transmission category: Animal contact. 

Agent: Bacterium. 

Taxonomy: Eubacteria, Firmicutes, Bacilli, Bacillales, 

Bacillaceae, 

Bacillus anthracis [1, 2]. 

 

Natural history: 

Mode of transmission: Inhalation; consumption of contaminated food; flies; fomites [1]. 

Reservoir*: Goats, cattle, sheep and horses [1]. 

Incubation period: 3.5 days (range 1-7 days) [1]. 

 

Significant epidemiological characteristics: 

Vaccine: Anthrax [1]. 

Estimated R0 value(s) from published literature: 

 Human: 0 [20]. 

 Reservoir: Not found. 

 

Map(s) from published literature: 

Total available literature: 

PubMed hits on 04/11/11: 5,461. 

GenBank hits on 22/02/12: 3,404. 

HealthMap feeds 2006-2011: 1,692. 

ProMED feeds 1994-2011: 1,873. 

BioCaster feeds 2006-2011: 3,980. 

Approximate number of endemic countries: >147 [1]. 

Previously published maps: 

D/V/H Geographic scope Data quality score Mapping option used Metascore Reference 

Disease 1 7 2 <1 [21] 

Disease 100 4.5 2 25 [22] 

Disease 13 5 2 4 [23] 

 

Mapping recommendation: Option 4; niche mapping of risk using modelling techniques such as 

Boosted Regression Trees (BRT). 

There were approximately 37 occurrence points per country based on 5,461 results for ñAnthraxò in 

PubMed and 147 endemic countries listed in the GIDEON database. With more than 25 hits per 

country, it is possible to apply modelling techniques such as BRT to map areas of potential risk. 
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Future mapping potential: Refine current maps using BRT modelling techniques and systematic 

searches of new occurrence data. Digitized expert opinion of known absence areas would also be 

useful to constrain the prediction extent for the BRT.  
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Disease: Argentine haemorrhagic fever (Junin virus). 

ICD-10 Code: A96.0.  

Transmission category: Soil contact. 

Agent: Virus-RNA. 

Taxonomy: Arenaviridae, Group V, Arenavirus 

Junin virus [1, 2]. 

 

Natural history: 

Mode of transmission: Inhalation of infectious rodent secretions [1]. 

Reservoir*: Rodents (Calomys musculinus) [1]. 

Incubation period: 11.5 days (range 7-16 days) [1]. 

 

Significant epidemiological characteristics: 

Vaccine: Argentine haemorrhagic fever [1]. 

Estimated R0 value(s) from published literature: 

 Human: <1; primarily a zoonotic disease [24]. 

 Reservoir: Not found. 

 

Map(s) from published literature: 

Total available literature: 

PubMed hits on 04/11/11: 169 for ñArgentine haemorrhagic feverò and 499 for ñJunin virusò. 

GenBank hits on 22/02/12: 205. 

HealthMap feeds 2006-2011: N/A. 

ProMED feeds 1994-2011: N/A. 

BioCaster feeds 2006-2011: N/A. 

Approximate number of endemic countries: >1 [1]. 

Previously published maps: 

D/V/H Geographic scope Data quality score Mapping option used Metascore Reference 

Disease 100 4.5 2 25 [25] 

Disease 100 4.5 2 25 [26] 

 

Mapping recommendation: Option 4; niche mapping of risk using modelling techniques such as 

Boosted Regression Trees (BRT). 

There were approximately 499 occurrence points per country based on 499 results for ñJunin virusò in 

PubMed and 1 endemic country listed in the GIDEON database. With more than 25 hits per country, it 

is possible to apply modelling techniques such as BRT to map areas of potential risk. 

 

Future mapping potential: Refine current maps using BRT modelling techniques and systematic 

searches of new occurrence data. Digitized expert opinion of known absence areas would also be 

useful to constrain the prediction extent for the BRT. 
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Disease: Ascariasis.  

ICD-10 Code: B77.  

Transmission category: Soil contact. 

Agent: Parasite. 

Taxonomy: Animalia, Nematoda, Secernentea, 

Ascaridida, Ascarididae, 

Ascaris lumbricoides [1, 2]. 

 

Natural history: 

Mode of transmission: Consumption of contaminated food or soil; flies [1]. 

Reservoir*: Humans and dogs [1]. 

Incubation period: 14 days (range 7->200 days) [1]. 

 

Significant epidemiological characteristics: 

Vaccine: None. 

Estimated R0 value(s) from published literature: 

 Human: 0-8.6 [27, 28]. 

 Reservoir: Not found. 

 

Map(s) from published literature: 

Total available literature: 

PubMed hits on 04/11/11: 5,268. 

GenBank hits on 22/02/12: N/A. 

HealthMap feeds 2006-2011: 2. 

ProMED feeds 1994-2011: 2. 

BioCaster feeds 2006-2011: N/A. 

Approximate number of endemic countries: Worldwide [1]. 

Previously published maps: 

D/V/H Geographic scope Data quality score Mapping option used Metascore Reference 

Disease 51 4.5 2 N/A [29] 

 

Mapping recommendation: Option 1; do not map. Ascariasis is endemic worldwide. 

 

Future mapping potential: None. However, human population density maps may be useful to help 

identify high infection potential areas and to give a more realistic depiction of ñglobalò distribution 

shown on thumbnail maps. 
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Disease: Aspergillosis.  

ICD-10 Code: B44. 

Transmission category: Respiratory. 

Agent: Fungus. 

Taxonomy: Fungi, Ascomycota, Euascomycetes, 

Eurotiales, Trichocomaceae, 

Aspergillus fumigatus, A. flavus [1, 2]. 

 

Natural history: 

Mode of transmission: Inhalation of spores [1]. 

Reservoir*: None [1]. 

Incubation period: 12.5 days (range 3-21 days) [1]. 

 

Significant epidemiological characteristics: 

Vaccine: None. 

Estimated R0 value(s) from published literature: 

 Human: Some evidence for person to person [30]. 

 Reservoir: There is no animal reservoir for this disease. 

 

Map(s) from published literature: 

Total available literature: 

PubMed hits on 04/11/11: 13,688 for ñAspergillosis,ò 7,020 for ñAspergillus fumigatusò and 

2,860 for ñAspergillus flavusò. 

GenBank hits on 22/02/12: N/A. 

HealthMap feeds 2006-2011: 21. 

ProMED feeds 1994-2011: 21. 

BioCaster feeds 2006-2011: N/A. 

Approximate number of endemic countries: Worldwide [1]. 

Previously published maps: Not found. 

 

Mapping recommendation: Option 1; do not map. Aspergillosis is endemic worldwide. 

 

Future mapping potential: None. However, human population density maps may be useful to help 

identify high infection potential areas and to give a more realistic depiction of ñglobalò distribution 

shown on thumbnail maps. 
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Disease: Astrakhan fever. 

ICD-10 Code: A77.1.  

Transmission category: Vector-borne. 

Agent: Bacterium. 

Taxonomy: Eubacteria, Proteobacteria, Alpha 

Proteobacteria, Rickettsiales, Rickettsiacae, 

Rickettsia conorii subspp caspia [1, 2]. 

 

Natural history: 

Mode of transmission: Tick vector (Rhipicephalus pumilio) [1]. 

Reservoir*: Dogs, cats, hedgehogs, hares and small rodents [1]. 

Incubation period: 6.5 days (range 3-18 days) [1]. 

 

Significant epidemiological characteristics: 

Vaccine: None. 

Estimated R0 value(s) from published literature: 

 Human: <1; primarily a zoonotic disease [31]. 

 Reservoir: Not found. 

 

Map(s) from published literature: 

Total available literature: 

PubMed hits on 04/11/11: 18. 

GenBank hits on 22/02/12: 72. 

HealthMap feeds 2006-2011: N/A. 

ProMED feeds 1994-2011: N/A. 

BioCaster feeds 2006-2011: N/A. 

Approximate number of endemic countries: >3 [1]. 

Previously published maps: 

D/V/H Geographic scope Data quality score Mapping option used Metascore Reference 

Disease 87 1.5 2 10 [32] 

Vector 100 3.5 2 26 [4] 

 

Mapping recommendation: Option 3; map maximum potential range based on vector and reservoir 

species. 

There were approximately 6 occurrence points per country based on 18 results for ñAstrakhan feverò 

in PubMed and 3 endemic countries listed in the GIDEON database. With fewer than 25 hits per it is 

possible to map the maximum potential range of this disease through use of vector distribution data. 
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Future mapping potential: Generate known distribution map using systematic searches of 

occurrence data for the disease and its tick vector. If occurrence data for this tick species is not 

available digitized versions of expert opinions of their ranges could usefully inform future mapping.  
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Disease: Avian influenza virus subtype H5N1.   

ICD-10 Code: J09 

Transmission category: Animal contact 

Agent: Virus-RNA. 

Taxonomy: Orthomyxoviridae, Group V, Orthomyxovirus, 

H5N1 (subtype A) [1, 2]. 

 

Natural history: 

Mode of transmission: Inhalation of infectious secretions; contact with avian infectious secretions 

[1]. 

Reservoir*: Waterfowl, chickens, pigeons, crows and others [1]. 

Incubation period: 2.5 days (range 2-3 days) [1]. 

 

Significant epidemiological characteristics: 

Vaccine: None. 

Estimated R0 value(s) from published literature: 

Human: <1; primarily a zoonotic disease; 0-2.4 (Pandemic flu) [33-38]. 

 Reservoir: 0-3 (birds) [39, 40]. 

 

Map(s) from published literature: 

Total available literature: 

PubMed hits on 04/11/11: 4,300. 

GenBank hits on 22/02/12: 21,346. 

HealthMap feeds 2006-2011: 11,774 for ñAvian influenzaò. 

ProMED feeds 1994-2011: 5,286 for ñAvian influenzaò. 

BioCaster feeds 2006-2011: 8,006 for ñH5N1ò. 

Approximate number of endemic countries: >14 [1]. 

Previously published maps: 

D/V/H Geographic scope Data quality score Mapping option used Metascore Reference 

Disease 100 4 2 22 [41] 

Disease 100 5 2 28 [42] 

Disease 100 5 2 28 [43] 

Disease 100 5 2 28 [43] 

Disease 100 5 2 28 [44] 

Disease 100 6.5 2 36 [45] 

Disease 4 7 2 1 [46] 

 

Mapping recommendation: Option 4; niche mapping of risk using modelling techniques such as 

Boosted Regression Trees (BRT). 
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There were approximately 304 occurrence points per country based on 4,300 results for ñH5N1 avian 

influenzaò in PubMed and 14 endemic countries listed in the GIDEON database. With more than 25 

hits per country, it is possible to apply modelling techniques such as BRT to map areas of potential 

risk. 

 

Future mapping potential: Refine current maps using BRT modelling techniques and systematic 

searches of new occurrence data. Digitized expert opinion of known absence areas would also be 

useful to constrain the prediction extent for the BRT. 
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Disease: Babesiosis.  

ICD-10 Code: B60.0. 

Transmission category: Vector-borne. 

Agent: Parasite. 

Taxonomy: Chromalveolata, Alveolata, Apicomplexa, 

Aconoidasida, Piroplasmida, Babesiidae, 

Babesia spp. [1, 2]. 

 

Natural history: 

Mode of transmission: Tick vector (Ixodes spp.); blood transfusion; rarely vertical transmission [1]. 

Reservoir*: Rodents (usually Peromyscus leucopus), rabbits, deer, cattle and ticks [1]. 

Incubation period: 10 days (range 7-63 days) [1]. 

 

Significant epidemiological characteristics: 

Vaccine: None. 

Estimated R0 value(s) from published literature: 

 Human: <1; primarily a zoonotic disease [47]. 

 Reservoir: Not found. 

 

Map(s) from published literature: 

Total available literature: 

PubMed hits on 04/11/11: 3,217. 

GenBank hits on 22/02/12: 679. 

HealthMap feeds 2006-2011: 16 for ñBabesiosisò. 

ProMED feeds 1994-2011: 31 for ñBabesiosisò. 

BioCaster feeds 2006-2011: 117. 

Approximate number of endemic countries: >45 [1]. 

Previously published maps: 

D/V/H Geographic scope Data quality score Mapping option used Metascore Reference 

Disease 100 4 2 22 [4] 

 

Mapping recommendation: Option 4; niche mapping of risk using modelling techniques such as 

Boosted Regression Trees (BRT). 

There were approximately 71 occurrence points per country based on 3,217 results for ñBabesiosisò in 

PubMed and 45 endemic countries listed in the GIDEON database. With more than 25 hits per 

country, it is possible to apply modelling techniques such as BRT to map areas of potential risk. 

 

Future mapping potential: Refine current maps using BRT modelling techniques and systematic 

searches of new occurrence data. Digitized expert opinion of known absence areas would also be 

useful to constrain the prediction extent for the BRT. 
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Disease: Bacillary angiomatosis.  

ICD-10 Code: A44.8. 

Transmission category: Vector-borne. 

Agent: Bacterium. 

Taxonomy: Eubacteria, Proteobacteria, Alpha 

Proteobacteria, Rhizobiales, Bartonellacae, 

Bartonella henselae and B.quintana [1, 2]. 

 

Natural history: 

Mode of transmission: Cat flea vector; rarely tick vector [1]. 

Reservoir*: Humans, cats and ticks [1]. 

Incubation period: 19 days (range 16-22 days) [1]. 

 

Significant epidemiological characteristics: 

Vaccine: None. 

Estimated R0 value(s) from published literature: 

 Human: <1; primarily a zoonotic disease [48, 49]. 

 Reservoir: Not found. 

 

Map(s) from published literature: 

Total available literature: 

PubMed hits on 04/11/11: 562. 

GenBank hits on 22/02/12: N/A. 

HealthMap feeds 2006-2011: 5 for ñBartonellaò. 

ProMED feeds 1994-2011: 3 for ñBartonellaò. 

BioCaster feeds 2006-2011: N/A. 

Approximate number of endemic countries: Worldwide [1]. 

Previously published maps: Not found. 

 

Mapping recommendation: Option 1; do not map. Bacillary angiomatosis is endemic worldwide. 

 

Future mapping potential: None. However, human population density maps may be useful to help 

identify high infection potential areas and to give a more realistic depiction of ñglobalò distribution 

shown on thumbnail maps. 
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Disease: Bacillus cereus food poisoning. 

ICD-10 Code: A05.4. 

Transmission category: Food/water-borne.  

Agent: Bacterium. 

Taxonomy: Eubacteria, Firmicutes, Bacilli, Bacillales, 

Bacillaceae,  

Bacillus cereus [1, 2]. 

 

Natural history: 

Mode of transmission: Consumption of contaminated food [1]. 

Reservoir*: None [1]. 

Incubation period: 0.23 days (range 0.083-0.375 days) [1]. 

 

Significant epidemiological characteristics: 

Vaccine: None. 

Estimated R0 value(s) from published literature: 

 Human: Not found. 

 Reservoir: There is no animal reservoir for this disease. 

 

Map(s) from published literature: 

Total available literature: 

PubMed hits on 04/11/11: 6,191 for ñBacillus cereusò and 23 for ñBacillus cereus food 

poisoningò. 

GenBank hits on 22/02/12: N/A. 

HealthMap feeds 2006-2011: N/A. 

ProMED feeds 1994-2011: N/A. 

BioCaster feeds 2006-2011: N/A. 

Approximate number of endemic countries: Worldwide [1]. 

Previously published maps: Not found. 

 

Mapping recommendation: Option 1; do not map. Bacillus cereus food poisoning is endemic 

worldwide. 

 

Future mapping potential: None. However, human population density maps may be useful to help 

identify high infection potential areas and to give a more realistic depiction of ñglobalò distribution 

shown on thumbnail maps. 

  






















































































































































































































































































































































































































































































































































































































































































































































































































































































